Key indicators: single-crystal X-ray study; T = 123 K; mean (C-C) = 0.003 Å; R factor = 0.041; wR factor = 0.093; data-to-parameter ratio = 12.3.
The title co-crystal, C 4 H 7 N 5 ÁC 4 H 10 O 2 , crystallizes with one molecule of 6-methyl-1,3,5-triazine-2,4-diamine (DMT) and one molecule of butane-1,4-diol in the asymmetric unit. The DMT molecules form ribbons involving centrosymmetric R 2 2 (8) dimer motifs between DMT molecules along the c-axis direction. These ribbons are further hydrogen bonded to each other through butane-1,4-diol, forming sheets parallel to (121). Portalone & Colapietro (2007) ; Delori et al. (2008) . For details of experimental methods used, see: Florence et al. (2003) . For ring-motif nomenclature, see: Etter (1990) .
Related literature

Experimental
Crystal data 
Data collection
Bruker APEXII CCD diffractometer Table 1 Hydrogen-bond geometry (Å , ). (Kaczmarek et al., 2008; Portalone, 2008; Xiao, 2008; Fan et al., 2009; Qian & Huang, 2010; Thanigaimani et al., 2010; Portalone & Colapietro, 2007; Perpétuo & Janczak, 2007; Delori et al., 2008) . The sample of DMT butane-1,4-diol solvate was isolated during an experimental physical form screen. The sample was identified as a novel form using multi-sample foil transmission X-ray powder diffraction analysis (Florence et al., 2003) . A suitable sample for single-crystal X-ray diffraction analysis was obtained from slow evaporation of saturated butane-1,4-diol solution at room temperature. The title compound crystallizes in space group P1, with one molecule of DMT and one molecule of butane-1,4-diol in the asymmetric unit. Each DMT molecule forms two hydrogen-bonded dimers via an R 2 2 (8) motif (Etter, 1990 ) that extends to form a ribbon structure along the c-direction (Fig. 2) . The hydrogen bonded DMT ribbons connect to adjacent ribbons through the solvent molecule, butane-1,4-diol, thus forming a second R 3 2 (8) ring motif (Fig. 2 ).These solvent separated ribbon structures extended to form sheets parallel to (121) plane, and are connected through hydrogen bond interactions via the hydroxyl groups. Solvent hydroxyl group also donates a hydrogen bond to the solvent in adjacent sheet, creating a three-dimensional layered structure (Fig. 3) .
Experimental
A single needle shape crystal was grown from the saturated solution of DMT in butane-1,4-diol by isothermal solvent evaporation at 298 K.
Refinement
The positions of the N-bound H atoms were refined freely. All other H atoms were placed in calculated positions and refined in riding modes with X-H = 0.98 or 0.99 or 0.84 Å for the CH 3 , CH 2 and OH groups, respectively. The U iso (H) values were set to 1.5 or 1.2 times U eq of their parent C atoms for the CH 3 and CH 2 groups, respectively. The U iso (H) values were set to 1.5 times U eq of their parent O atoms for the OH groups.
Computing details
Data collection: APEX2 (Bruker, 2007 ); cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT (Bruker, 2007);  program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: Mercury (Macrae et al., 2008) and ORTEP-3 (Farrugia, 1997) ; software used to prepare material for publication: enCIFer (Allen et al., 2004) and WinGX (Farrugia, 1999 
Figure 1
The asymmetric unit of 2,4-diamino-6-methyl-1,3,5-triazine (DMT), butane-1,4-diol solvate. Displacement ellipsoids are drawn at 50% probability level. (2) 2.14 (2) 3.008 (3) 179 (2) Symmetry codes: (i) x−1, y, z; (ii) −x+2, −y, −z+1; (iii) x+1, y, z−1; (iv) −x+1, −y+1, −z; (v) −x, −y+1, −z+1.
